Supplementary Table 1. Top 3 gene ontology (GO) terms and a pathway (in the order of increasing P.adjust). BP, biological
pathways; CC, cellular components; MF, molecular function.

Lo adjust
Ontology 1D Description p-value q-value rank
p-value
neutrophil
BP G0:0043312 . 5.13e-50 1.51e-46 1.26e-46 1
degranulation
neutrophil activation
BP G0:0002283 involved in immune 8.00e-50 1.51e-46 1.26e-46 2
response
BP GO0:0042119 neutrophil activation 3.44e-49 3.74e-46 3.12e-46 3
1 1
cc GO:0034774 ~ CCCTCOYERANUIE 5 63035 1.54¢-32 1.37¢-32 1
lumen
cytoplasmic vesicle
cc G0:0060205 4.77e-34 7.40e-32 6.57e-32 2
lumen
cc G0:0031983 vesicle lumen 5.51e-34 7.40e-32 6.57e-32 3
carbohydrate
MF G0:0030246 . 1.38e-07 7.85e-05 6.78e-05 1
binding
MF G0:0016209 antioxidant activity 1.25e-05 0.003 0.003 2
RAGE receptor
MF GO0:0050786 o 2.22e-05 0.003 0.003 3
binding

KEGG hsa00500 Starchand sucrose 5 o) ¢ 8.21e-04 7.97¢-04 |
metabolism
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Supplementary Figure 1. Verification of mRNA expression. Gene expression in normal (n=5) and FA (n=5) tissues was evaluated by
gPCR and normalised against glyceraldehyde-3-phosphate dehydrogenase (GAPDH) expression. *p < 0.05, **p < 0.01, ***p < 0.001.
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Supplementary Figure 2. Diagnostic values of CDKN1A, EMC2, FDFT1,HSPB1 and MT1G in FA. (A) univariate Roc model(GSE16334);
(B) joint Roc model(GSE16334);(C) univariate Roc model(g-PCR); (D) joint Roc model(g-PCR).
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Supplementary Figure 3. Expression patterns of CDKN1A, EMC2, FDFT1, HSPB1 and MT1G in pan-cancer. The expression patterns of
CDKN1A, EMC2, FDFT1, HSPB1 and MT1G were analyzed by using TCGA and GTEx data. *p < 0.05, **p < 0.01,***p <0.001.



F R T—— B concer Pralue  Hazard Ratio(95% CT) C cancer Pralue  Hazard Ratio{95% C1)
T
B D06SF 13100761 415 —— GEM 08110 0957206692, 36596) —— 00327 0.6692900463030.96743)  ——)
LGG DOIH LS6I8(LOOTITAZ2455) ————— LGG 06224 0914660641271 30458)  +—tb—t 00040 038348(041023,08442) r——1
HNSC DESTS 106214081366, 38649) —— HNSC 01950 1192690913131 $5785) — 09789 099640762571 30193) —
BRCA 0372 LIGH3(0.84507,1,39771) ——t BRCA 00016 1698701 222442 3605) — 07811 0.95603(D.69622,1.31281) ——
ov 02137 11793090932, $2055) —— ov 07407 0.95712(0.73829,1 24081) —_— 08910 0.98191(075629,1 27483) ——t
CESC_CSCC 04427 L2204140.73391,2.0299) b et CESC_CSCC 05711 LISGMH0.6993T,191225) et 06741 L114340.67231,1.84764) —_——
LAML 04250 118695(0.77907, 1 SUS38) —_— LAML 0TI 1042069859, 162212) —b— 0.6466  1.1034%0.72433,1.68112) —
L T T T T ml T T
073391 152 0641271 15 2 ] 1 15 2
Hazard Ratio Hazard Ratio Hazard Ratio
Caneer Pvalue  Hazard Ratio(95% C1) Pvalue  Hazard Ratio(95% CI) Cancer Pvalue  Hazard Ratio{95% CI)
GBM Q00T 1648561, 14380, 36311) —_— 08784 09713W06TTI6N 30223) vttt GBM 03177 0831960.57994,119351)  —a——t
LGG 03056 1 15H508733,] 54068) —_— 06212 0.9309140.70079,1 23661) —— Q0018 0632690474650 84335)  —e—t
HNSC T35 LAMB0T9HE | 39028) — 139803105166, 85848) — 07534 0.95569(0.72034,1 26793) —
BRCA 07687 L04973(0.TS958.1 43071) —— 1. 237T80.89354,1 T1463) —_— BRCA 07002 0.93836(0.6788,129719) —_———
v 02 LIS4EH009TT.] 46554) —— 093832(0.7394,1 19127) ——— 06127 0.9403 1. 74094,1.19333) ———
CESC.CSCC 09040 DS6S%(0 578771 62168)  =——teeet 03831 1 2770N0.76213,2 13995) — 03265 1.29725(0.77133.2.18176) —_—
m T T T L T T T L) T T Ll
OSWITL 15 1 23 067776 1 152 05 [ 15 2
Hazard Ratio Hazard Ratio Hazard Ratio
Cancer Pyalue  Hazard Ratio{95% CI) Pyalue  Hazard Ratio(98% C1) Cancer Pvalue  Hazard Ratio(95% CI)
0N L1691 N048607.2.81204) —— 01061 213420085097 5.35259) [ ] LGG 01449 0.50446(0.20104,1 26581} .—.—T-.
0288 049330 28307.0.19243)  +b—rt NS¢ 04389 1344530635 _—— 05429 0.79358(0.37679.1 67139) —_—
07955 LOSRIN0.689RD,162333) —— BRCA 01280 1400920907562 16247) - BRCA 01619 0.73457(0.47678,1.13174) o
OTI82 0S59NH0 6038, 1 34506) —_— 05096 OSIETHDE2594,126189) bt ov 07756 0.95043(067001,1 34821) 2w
CESC_CSCC 05566 0.T60S40.30583,1.89269)  +—r——t 0362 1ASSIH(059843 3 T0063)  pep———t CESC_CSCC 04524 1.41846(0.56995.3 53015} —_——
T T 1 rrrrrrrrrrn mr T 11 11
051 15 2 25 3 05 335445555 020104 1 15 2 25 3 35
Hazard Ratio rd Ratio Hazard Ratio
Cancer Pualue  Hazard Ratio(95% C1) Cancer Pyvalue  Mazard Ratio(95% C1) Cancer Pvalue  Hazard Ratio(95% CI)
GBM 01052 1371920.933822.01123) —— GBM 09074 09750 667,143276)  —4— GBM 00196 0.62439%(0.42037,092743)  re—
LGG 00255 1S2T4(L0S314.221475) —_— 166G 07698 0045540 65188,1 37268)  +—i—t LGG 00074 059636(04084508707)  —4—
HNSC 06131 L93IN0TTITII SH83) —_—— IS¢ 01051 1333770.94146,1 88957) —— 10000 1.00001(0.70777,1.41292) ——
BRCA 05586 113560741611 7389) —— BRCA 00107 1 78688(1.14449.2 T8984) —_— BRCA 04613 0851230554551 30662)  r—t—t
ov Q1207 1 2472840 94286,1 6IG98) —— ov 0239 0.950%0.71913,1 25736) —_— 08462 1.00971(0.76257,1.33695) ——
CESC_CSCC 07716 1 08684y 1793 CESC_ CSCC 05361 1 200650 672742 H283) bt DATS1 1506083296 2 TIRIT) —_—
T T T LI B B a i | T T
060975 | L5 2 065188 15 25 3 a5 1 15 2 25
Hazerd Relia uzard Ratio Hazard Ratio
Hazard Ratio(95% C1) E Cancer Palue  azard Ratio(93% C1)
| 504861 031152 15435) - GBM 00537 1424310.99433.2.04023) —_—
§ 228342 201118 73496) —_— LG Q1768 1274880 K0626,1 B1343) _—
0 BOTISO61829,1 08527) - HNSC 0692 1.20614(092331,1 5756) ——
10455800 TH192,1 43484) —e— HRCA 079 OS131(068504,1 29344) ———
ov 08372 09730 THOST1 26171) - ov 0.6TH 0946450730271 22664) —
CESCOSCC 0897 | OREND629K 1 W682) bt CESC_CSCC 08292 046150 87224,1 56438) s
LAML 04047 1196060 TES0L1B2216) bt LAML 06059 O.SMT(0S8627,136539) st
mrrrrrroru i T
DAIE9IS 225335435 05 1 152
Hazard Ratio Hazard Ratio
Cancer Praluc  Ilazard Ratio(95% C1) Pvalue  Hazard Ratio{95% C1)
aBsM 00333 LATESS(1 03137.2.11965) ——— 06765 1.07954(0. 753491 54667) —_—
GG “0 0001 23641101 TOEIS B ATI4) —_— 0 8596 102590 TT239,1 36274) —_—
HNSC 00737 OTTHONO $K149,1 —— 03643 —_——
BRCA DOII9  |OSTI0 TRETS, 14 —— 01781 I ——
oV 04213 1 0292(0 K665, 1 40035) — 0K24% ——
CESC_CSCC 07237 0.91112(0 S4384,1.52646) e 06474 1.12776(0 6T373,1 88777) ————
—TTT T T —
0543841 15 2 LI § 067373 1 L5 2
Hazard Ratio Hazard Ratio
Cancer Pvalue Hazard Ratis{95% C1) Cancer Hazard Ratis(95% C1)
LGG 00718 561186) ———y LG 0 8976600 37292 16088)
HINSC 0.0972 051916023025, 1.12642) — HNSC 1.13464(0 5400 8379)
BRCA 07492 1LOT22H0 6989, 1 64506) —_-— BRCA 1419990 919042 19184)
1 IS1H081186,0 63322) —_— ov 103667(0 TH034,1 47147)
02307 0564930 1.43726) — CESC_CSCC 1.20897(0 483453 02332)
i e
022205 1522533344 5558
aeard Ratio
Cancer Pralue__ Iazard Ratio(95% €1 Pralue  Hazard Ratioi95% 1)
Gnsm G488 1 4T048(1 0ON98 2 15805) —_— 00848 1401 1%0.95472.2 05645 ) —_—
LG 0001 3 3481(222789.5.03157) —_— 02109 1 26636087469, 1 83399} ——
HINSC w421 DEIISO049109871) W 04675 1 1IGT0 80444, 60639) ——
BRCA LR LAT2SE(0 TO605, 1. 79484) _—_— 09564 D ORKIH0 64425,1 5155T) S
ov LR 0980450 T4159,1,29626) - 0.7067 0.S4TEH0.TITIT,).25276) ——
CESC_CSCC 64101 1276270 71427.2.28047) St 02958 1. 3649T(0.76179.2 44576) Pttt
T T T ——
051152253354455 0643251 1S

Hazard Rato

Hazard Ratio

Supplementary Figure 4. Prognostic roles of CDKN1A, EMC2, FDFT1, HSPB1 and MT1G in pan-cancer. (A-E) The p-value, risk
coefficient (HR) and confidence interval of CDKN1A, EMC2, FDFT1, HSPB1 and MT1G in multiple tumours are analyzed by by using
TCGA database.
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