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Supplementary Fig. 1. Quantification of protein levels after treatment of stem cells with CARM1 modulators. Protein levels were
quantified in mouse ESCs (D3), mouse iPSCs (WP5), and human ESCs (CCTL-017). Western blot fragment density from 3 independent
biological replicates were averaged and results are shown for the following proteins: (A) OCT4, (B) NANOG, (C) Endo-A, (D) fibrillarin,
and (E) UBF1/2. Data were normalized to a-tubulin levels. Quantification of fragment density was performed by Imagel software

(freeware patented by NIH, USA).



