Supplementary Table 3. Summary of comparisons between contralateral and reference regions.

Tissue type Sequences included p-value range Overall result

GM+WM T1w, T2w, FLAIR, qT1 0.48-0.88 No significant differences across sequences
WM T1w, T2w, FLAIR, qT1 0.41-0.85 No significant differences across sequences
GM T1w, T2w, FLAIR, qT1 0.48-0.98 No significant differences across sequences

GM — grey matter, WM — white matter.




